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Supplementary	Figure	1:	Quan(fica(on	of	Otx2	protein	expression	 in	Otx2CreERT2/+	versus	Otx2CreERT2/+;	
R26SmoM2/SmoM2	 cerebellum.	 (A)	 Mice	 were	 injected	 with	 tamoxifen	 at	 P1	 and	 Otx2	 expression	 was	
assessed	by	immunofuorescence	detec(on	(red)	on	sagiFal	sec(ons	of	lobule	X	at	P7.	DAPI	staining	was	
used	 to	 detect	 nuclei	 (blue).	 (B)	 Rela(ve	 quan(fica(on	 of	 Otx2	 in	 Otx2CreERT2/+	 versus	 Otx2CreERT2/+;	
R26SmoM2/SmoM2	EGL.	Otx2	and	Dapi	expression	were	quan(fied	on	defined	areas	of		EGL	and	IGL.	In	each	
area,	 Otx2	 expression	 was	 first	 normalised	 to	 Dapi	 expression	 to	 compare	 staining	 intensity	 levels	
between	different	slides.	Rela(ve	expression	of	Otx2	 in	EGL	was	then	measured	for	each	genotype	as	
the	 ra(o	 of	 Otx2	 expression	 in	 EGL	 /Otx2	 expression	 in	 IGL	 (that	 is	 not	 affected	 by	 tumour	
development).	Scale	bar:	40	μm.		
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